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» Caco-2 permeability(LLC-PK1/ MDCK )

» Plasma protein binding(Equilibrium dialysis]

Permeability
Protein binding
» Metabolic stability / Species comparison

» Metabolic Reaction phenotyping
Metaboliom [microsome / recombinant enzymes]

Pharmacogenetics metabolism study
» Metabolite profiling & identification

» Uptake transport screening : SLC family
(overexpression cells / oocytes]

» Efflux transport screening : ABC family
Transporter (overexpression cells / oocytes)
Cryopreserved Hepatocytes uptake
Pharmacogenetics transport study
» Enzyme / Transport inhibition
Drug Drug » Time-dependent inhibition

Interaction » Enzyme / Transport Induction(mRNA

In vitro to in vivo prediction

Papp, Efflux ratio
ful%), Recovery
t2, CLint

CYPs, UGTs, non-CYPs - Kinetic studies[Km, Vimax, CLint]

Genetic based functional study

OCTs, OATs, OATPs, MATES : Kinetic studies[Km, Vimax, CLint]
P-gp [MDR1), BCRP, MRP1, MRP2

Kinetic studies[Km, Vimax, CLint]

Kinetic studies[Km, Vimax, CLint]

Genetic based functional study

CYPs, UGTs, Transporters - ICso, Ki

ICs0 shift, Kinact / Ki

CYPs, UGTs, Transporters Fold increase, Emax, ECso

IVIVE prediction
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Human Recombinant Enzyme SPMED

FDA #11 CYP 88(CYP1A2, CYP2BS, CYP2C8, CYP2C9, CYP2C19,

(<] SPMED
SHEAEAI7X] CYP2D6, CYP3AL, CYP3AS)
Hurnan PASO Engymes  CYP1AZ CYP2A6, CYP2B6, CYPZCS, CYP2G9, CYP2C19, CYP2D, SPMED
zy CYPZE1. CYP2J2, CYP3AL, CYP3AS, CYPLF?, etc. (Z)ATHE
” o UGT1AT, UGTIA3, UGTIA4, UGTIAé, UGT1A9, UGT2B4, UGT2B7,
uman nzymes UGT2B15, etc. help@spmed_ kr

Other Human Metabolic
Enzymes

TEL 82-51-362-1101

FMO1, FMO3, FMO5, CES1, CES2, MAD-A, MAO-B, NAT1, NATZ, etc.
FAX 82-51-361-1102




